TABLE S3. Locus-specific substitution models with associated parameters (Gamma = G; Invariable sites = I) & the molecular clock (strict (S) vs. Bayesian uncorrelated log-normal relaxed clock (R)) used during species tree reconstruction. Stars indicate identity with the models used with Tree 1 sample set.
	Locus Name
	TREE 1
	TREE 2
	TREE 3
	TREE 4
	TREE 5
	TREE 6
	TREE 7
	TREE 8
	TREE 9
	TREE 10

	CHD1Z-b
	HKY & S
	*
	*
	*
	*
	*
	*
	*
	*
	*

	LDH1-4 
	HKY & S
	*
	*
	*
	*
	*
	*
	*
	*
	*

	ODC1-7 
	HKY + G & S
	*
	*
	*
	*
	*
	*
	*
	*
	*

	FGB-7 
	HKY + I & S
	*
	*
	*
	*
	*
	*
	*
	*
	*

	SAA-2 
	HKY + G & S
	HKY + G + I & S
	HKY + G & S
	HKY + G + I & S
	HKY + G & S
	HKY + G + I & S
	HKY + G & S
	HKY + G
	HKY + G
	HKY + G + I

	ANXA11-2
	HKY + G & R
	*
	*
	*
	*
	*
	*
	*
	*
	*

	MSTN-2 
	HKY+G & R
	*
	*
	*
	*
	*
	*
	*
	*
	*

	SOAT1-10 
	HKY & S
	*
	*
	*
	*
	*
	*
	*
	*
	*

	NCL-12 
	HKY + G + I & S
	*
	*
	*
	*
	*
	*
	*
	*
	*

	GHRL-3 
	HKY & R
	*
	*
	*
	*
	*
	*
	*
	*
	*

	GRIN1-13 
	HKY+G & S
	*
	*
	*
	*
	*
	*
	*
	*
	*

	CPD-9 
	HKY + G + I & R
	*
	*
	*
	*
	*
	*
	*
	*
	*

	PCK1-9 
	HKY & S
	*
	*
	*
	*
	*
	*
	*
	*
	*

	ENO1-8 
	HKY + I & S
	*
	*
	*
	*
	*
	*
	*
	*
	*

	GH1-3 
	HKY & S
	*
	*
	*
	*
	*
	*
	*
	*
	*

	Sf3A2
	HKY + G & S
	*
	*
	*
	*
	*
	*
	*
	*
	*

	LCAT-3
	GTR + I & S
	HKY + I & S
	GTR + G + I & S
	HKY + I & S
	GTR + I & S
	HKY + I & S
	HKY + G & S
	GTR + G + I & S
	GTR + G + I & S
	HKY + G + I & S


