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[bookmark: _GoBack]APPENDIX S6. List of primers used for quantitative RT-PCR and their melting temperature (Tm).
	Transcript IDa
	Typeb
	Forward primer sequence (5–3)
	Reverse primer sequence (5–3)
	Tm (C)

	GRMZM2G137326
	T01
	CTACGACAGGCTGGATAAGA
	TTGCCTGCTTCACTCTCA
	57

	GRMZM2G137151
	T01 
	GTCGAGCTCCATGTCAACAAG
	TCTTGGAGACGTGGAAGATGAC
	59

	
	T02 
	TGCAGGAAAGACGAGTAGAT
	GGGCTCAACTACTTCCTCC
	58

	GRMZM2G047607
	T01
	GTACTTAAATGGCGCATCAGGT
	TCTAAACGCCCCAAATGATGAC
	59

	
	T02
	ATCGAAATCCCCTGTACCAT
	GGTACGCTTGCAAGTTCTTA
	59

	GRMZM2G025074
	T01
	TTTTGATGGTGACCTTTTGCCT
	CTTGAGTGAGTTGAAGCCGTAG
	59

	GRMZM2G024264
	T01
	TTGCCAAACTCTCTCTTGAAGC
	ATACAGTTCTATGCTCCCACGT
	59

	
	T02
	CTAGGGTGCTCAAATCCAAG
	CGAAACTCAACGACAGACTT
	57

	GRMZM2G141208
	T01
	GAAGTGGACATTGGCATCAGAA
	CCAACAGCCTCACCTTGTTAAA
	59

	
	T02
	GTGCTAGAAGATTTGAGGCG
	TTCTCATCTACCACAGGAGC
	59

	GRMZM2G141202
	T01
	TGGGCAATAGAGTCTGAAGTGT
	AAGGAAACAAACGGGACCTAAC
	59

	GRMZM2G141205
	T01
	CTTCTCTTCCTCGTTCCTCCC
	GCTCCGTATCCACCGACATG
	59

	GRMZM2G363116
	T01
	GGCTCATGTACCACCAGTTCTA
	GAGCTTACCTGCCTTGTCAC
	59

	AC209636.2
	FGP003
	CTAACCTCGAGTACTGCAAC
	CTCTTGATGGCATCGATGAG
	57

	GRMZM2G042154
	T01
	GTGTACATCCAGGACAACGTG
	GAGCTCCTTGTCCTGGTACA
	58

	GRMZM2G122712
	T01
	TGGAAGGATCGACAACTACT
	CACACTCTTCGTCATGATCA
	55

	GRMZM5G827496
	T01
	CACACCAATCAGCTTACGTTCT
	CTGCATGATGGTGAAGGTGTAG
	59

	GRMZM2G322220
	T01
	ATGCTGTACGGTTCCCTG
	CCCCATGCTGAAGAAGTAGA
	57

	GRMZM2G026523
	T01
	CTACAATGGCACTGCTAACCTC
	GTACAGCACGGAAATCTGGTAG
	59

	
	T02
	CGAATGTGATGGTCCAGAAG
	GAACCTGATCTCGTACCTCA
	59

	GRMZM2G167243
	T01
	TGTGTTTTGCCTAGAAATGG
	CATCTTAAGTGCTGCTGTGG
	57

	GRMZM5G891783
	T01
	GGGATTTTATTGCTCGGTTGGA
	ACTCTGGGCTTCTTTTGTTGAC
	59

	
	T02
	CCAGATGGTCCACTTCCTAT
	ACCGAAGAGAAGTTAGCAGT
	55

	GRMZM2G045236
	T01
	CTTGGGTTTCTGGGTATGCAAT
	GCAACAAACAGCAAACCAAGAA
	59

	
	T02
	AAAAGCGCCAAAGACAAATG
	CTGCAGTGAAGGTATCCAAG
	59

	GRMZM2G010302
	T01
	ACCAAAGTCAGCACAATGAACA
	TGCATAAACTGAGGCACAACAA
	59

	
	T02
	CAAAATGGAAGCGCTGATTC
	AGTTCCCATAATACTTGCAGC
	59

	GRMZM2G398055
	T01
	CACCTCGGCATCAAGAACGC
	GGTACTTCTGGAGGTGGGAG
	59

	GRMZM2G098209
	T01
	ACAAGTGCTGGATAGATGGA
	CTTCCTACTTTGTCTAGCGC
	55

	GRMZM2G097989
	T01
	ATGGAGAAGACGTCCGAGAG
	ACTGGAGGATAATGACGGACTC
	59

	
	T02
	GGTCACCTCCTCGAACAC
	GAGAACCTGGCGCTGATC
	59

	GRMZM2G133082
	T01
	AAGGTCTGCAACAAAAGTGACA
	CCTTGTAAAGCATCCTCCCAAG
	59

	
	T02
	TTCCTCTTCGGCTGGGTC
	TCACTCGTCCTCAAACATGA
	57

	GRMZM2G554314
	T01
	CCACTCTCCCATTCGATTCA
	CGGCACAAATCAAGAACCTT
	57

	GRMZM2G121514
	T01
	CACTTGGATGCTACATGGGAAG
	AATCTTGCAGTGACCGATCTTG
	59

	
	T02
	CAAGGACCTCAGGCTGTC
	GAGTAGGTCCCGTTGATGG
	59

	GRMZM2G117608
	T01
	CTTCTGTGTTGGTGGTCTG
	GGCAGCATGTAGTCTGTC
	57

	GRMZM2G108773
	T01
	AGAACAGATCAGTCGTGGAT
	GAGACGGACAGTTGGGAC
	57

	GRMZM2G133021
	T01
	TGCGTGGAATTGGAATATGCTT
	TTGAGCTTTGTTGAGTGGATGG
	59

	GRMZM2G121565
	T01
	CGTCGTCATTATCGGTGCAATA
	CTGTACATAGTCCCTGTCCTCC
	59

	
	T02
	TTGACAAAGGTGCTGAGATG
	CTTGCGTATCTCCACCATAC
	59

	GRMZM5G854391
	T01
	CAGATCTGGCCCTCCCTC
	CACTGAATCGAATGGGAGAG
	59

	GRMZM2G121487
	T01
	CAGAAGGTATTTTGCAGAGCGA
	TTTGAATGAATGCAGCGAGAGT
	59

	GRMZM2G117615
	T01
	GAAGGATGTAGTGGAGAACC
	TCTTCTTGTTCCTCTTCCGT
	57

	
	T02
	AGAAGGTAAATGGTGTGGAGGT
	CCTCGCCATCAGTTACTTGATC
	59

	GRMZM2G117507
	T01
	AGATTCCACCTCACTCAACCTT
	GCAGGGACCTTGTAAATCTTCC
	59

	GRMZM2G066029
	T01
	CCTTCCAAATCTTCCTCGTCTG
	ATCCTGGGACTGAAATTGAAGC
	59

	GRMZM2G016817
	T02
	CAGCAAAAGCAACAAACCAAGT
	GATCTTGACACACTTCCCATGG
	59

	
	T01
	AGAGGAAGAGCGTGATAACA
	TTGTAGTGCTTGATGTGCTC
	55

	GRMZM2G062577
	T01
	ACTACCTCATGCCCAACTACAA
	GGTGTTGAAAGGGATGATGAGG
	59

	GRMZM2G070075
	T01
	AATGCAACTACTTCATGGACCG
	TCCTAGATAATGGGGTCAGTGC
	59

	GRMZM2G126302
	T01
	GAGGACTGGGAGGATGATGG
	TCGTTGCCCCTTGAATACCT
	59

	GRMZM2G425230
	T01
	CCCGGCAATGTCATGGAAAA
	GGCACCACACGTTTTCTGAT
	59

	GRMZM2G147961
	T02
	GTCAGTAAGCAGTGGGAATG
	CTGCTAAGCCTGCTGAAATT
	56

	GRMZM5G881803
	T01
	TCAGATTACACCACAATGCGTC
	AGTATGTGTGCCAGCCATTAAC
	59

	GRMZM5G844912
	T01
	GGTATGGGGTATGGGGTAAA
	TGTAGTCGTGGAACTAGAGA
	56

	GRMZM2G447535
	T01
	ATTAGCCCCTAGTCACCAGAAG
	AAACTCCACCTCAAACAATGCA
	59

	GRMZM2G147867
	T01
	TAATGGATCAAGTTGCGGTCAC
	GGCCATGTTGAAGAGCGAATAC
	59

	GRMZM5G892467
	T03
	AAATTCCACCGAAGCTTTGT
	GTCGAACTACCCATGATCGT
	55

	GRMZM5G833124
	T01
	GCATTTCTTTGGTGGAGCAATG
	CAAGAGATCACCAGAAAAGCGT
	59

	GRMZM2G062452
	T01
	TGATCCCCAAACATCCAACGAT
	TTCCTGCCTTTTCTTCTTCTGC
	59

	
	T02
	CTGTTCCTGCCTTTTCTTCT
	GTGATCCCCAAACATCCAAC
	56


a Predicted transcript ID obtained from EnsemblPlants (http://plants.ensembl.org/index.html).
b Possible coding sequence variant of predicted transcript.




